Table 1. Peptide and receptor mutation effects in KIR2DL2/HLA-Cw3 association
Effects of peptide variation in KIR/HLA binding

Peptide


KD (M)
w6/32 Binding (%)

GAVDPLLAL
(GAV)

9.5


100

-------S-
(GAV_S)
42.3


147

-------V-
(GAV_V)
525


130

-------Y-
(GAV_Y)    > 600


130

-------K-
(GAV_K)    > 600


139

AAADAAAAL
(AAA)

48.5


149

TAMDVVYAL
(TAM)

38


138

 QAISPRTL
(QAI)

74


  38

HLA-E


         > 600


  84

Effects of amino acid substitutions in KIR/HLA association

KIR Mutant

KD (M) 

Wild type

28

R33A


30

K44M

        > 400

Y105A

        > 400

E106A


185

D135H

        > 400

D183A

        > 400

